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PATENT ASSIGNEE(S): 
SOURCE : 

DOCUMENT TYPE: 
LANGUAGE : 
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PATENT INFORMATION: 



2008:674976 CAPLUS 
149:27434 

Biomarkers for diagnosis, grading, and therapeutic 
monitoring of pancreatic diseases including carcinoma, 
ductal adenocarcinoma, intraepithelial neoplasm, 
endocrine tumor, and chronic pancreatitis. 
Meyer, Helmut; Schmiegel, Wolff; Sitek, Barbara; 
Stuehler, Kai; Sipos, Bence; Kloeppel, Guenter; 
Alkatout, Ibrahim; Hahn, Stephan 
Germany 

PCT Int. Appl., 45pp. 
CODEN: PIXXD2 
Patent 
German 



PATENT 


NO. 






KIND 


DATE 






APPLICATION 


NO. 




DATE 


WO 200E 
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i70 




A2 




20080605 




WO 2007- 


■DE2174 




20071203 
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MR, 
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KE, 


LS, 


MW, 


MZ, 
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SL, 
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TZ, 


UG, 


ZM, 
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KG, 
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MD, 
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TJ, 
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DE 102006056784 




Al 




2008 


0605 




DE 2006- 


■102006056784 


20061201 



PRIORITY APPLN. INFO.: DE 2 0 0 6-1 0 2 0 0 6 0 56 7 8 4A 20061201 

AB The invention relates to methods for diagnosing pancreatic cancer (PaCa) 
or the precursor diseases and/or concomitant diseases thereof, in 
particular pancreatic ductal adenocarcinoma (PDAC) , pancreatic 
intraepithelial neoplasia (PanIN) , pancreatic lesions, chronic 
pancreatitis (CP), including endocrine pancreatic tumors. Also disclosed 
is a set of protein biomarkers, with which the diagnoses are performed 
using selected biomarkers from this set. The invention further relates to 
biomarker combinations suitable for carrying out said method, particularly 
for in vitro diagnosis. 
IT 1030396-05-4 1030396-57-6 1030396-73-6 
1030396-75-8 

RL: ANT (Analyte); DGN (Diagnostic use); PRP (Properties); ANSI 
(Analytical study); BIOL (Biological study); USES (Uses) 

(amino acid sequence; biomarkers for diagnosis, grading, and 
therapeutic monitoring of pancreatic diseases including carcinoma, 
ductal adenocarcinoma, intraepithelial neoplasm, endocrine tumor, and 
chronic pancreatitis) 
RN 1030396-05-4 CAPLUS 



CN Dehydrogenase, malate (human mitochondria-associated) (CA INDEX NAME) 



*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

RN 1030396-57-6 CAPLUS 

CN Dehydrogenase, malate (human mitochondria-associated precursor) (CA INDEX 

NAME) 



*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 
RN 1030396-73-6 CAPLUS 

CN Dehydrogenase, malate (human gene MDH2 isoenzyme 2) (CA INDEX NAME) 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 
RN 1030396-75-8 CAPLUS 

CN Dehydrogenase, malate (human gene MDH-2 mitochondria-associated isoenzyme 
2 precursor) (CA INDEX NAME) 



*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 
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ACCESSION NUMBER: 
DOCUMENT NUMBER: 
TITLE: 

INVENTOR ( S ) : 
PATENT ASSIGNEE(S): 
SOURCE : 



DOCUMENT TYPE: 
LANGUAGE : 

FAMILY ACC. NUM. COUNT: 
PATENT INFORMATION: 



2008:1099889 CAPLUS 
149:325085 

Nonviral vectors for delivering polynucleotides to 
plants 

Khan, Shaharyar 

Gencia Corporation, USA 

U.S. Pat. Appl. Publ., 25pp., Cont . -in-part of U.S. 

Ser. No. 972,963. 

CODEN: USXXCO 

Patent 

English 



PATENT NO. 



KIND DATE 



US 20080222750 
US 20050147993 
PRIORITY APPLN. INFO. 



20080911 
20050707 



APPLICATION NO. 

US 2007-930892 
US 2004-972963 
US 2003-513983P 
US 2004-568436P 
US 2004-972963 



DATE 



20071031 
20041025 
P 20031024 
P 20040505 
A2 20041025 



Non-viral polynucleotide delivery vehicles and methods of their use are 
provided. In general, modified polynucleotide-binding proteins are 
provided comprising a protein transduction domain operably linked to a 
targeting signal, for example, a non-nuclear organelle targeting signal. 
One example provides a polypeptide comprising at least one HMG box domain 
from TFAM (mitochondrial transcription factor A) , more typically at least 
two HMG box domains, and optionally at least one protein transduction 
domain from Tat transcription factor. The polypeptide can associate with a 
polynucleotide causing the polynucleotide to condense. The polypeptide 
can also coat the polynucleotide. Coating and/or condensing the 
polynucleotide helps protect the polynucleotide from degradation The protei: 
transduction domain helps the polypeptide-polynucleotide complex cross 
membranes and enter the interior of a cell or an organelle. The targeting 
signal helps direct the complex to a site of interest and thereby deliver 
the polynucleotide. The compns. can be used to deliver polynucleotides to 
specific locations within a plant cell, including but not limited to 
plastids, plant mitochondria, and plant nuclei. The polynucleotide can 
also expression addnl. polypeptides, e.g., a biosynthetic protein(s) or an 
protein (s) that compensates for resistance to environmental stress. 
1053487-90-3D, fusion protein with protein transduction domain and 
HMG box domain 

RL: BUU (Biological use, unclassified); PRP (Properties); BIOL (Biological 



study); USES (Uses) 

(use of mitochondrial localization signal from; nonviral vectors for 
delivering polynucleotides to plants) 

RN 1053487-90-3 CAPLUS 

CN Dehydrogenase, malate (human mitochondria-associated isoenzyme 2 

precursor) (CA INDEX NAME) 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

L4 ANSWER 3 OF 22 CAPLUS COPYRIGHT 2009 ACS on STN 
ACCESSION NUMBER: 2007:422254 CAPLUS 

DOCUMENT NUMBER: 147:162532 

TITLE: Genetic differentiation of six populations of six 

species of Acridoidea 
AUTHOR (S) : Ma, Xi-ping; Li, Cui-lan; Guo, Ya-ping; Ma, En-bo 

CORPORATE SOURCE: School of Life Science and Technology, Shanxi 

University, Taiyuan, 030006, Peop. Rep. China 
SOURCE: Shanxi Daxue Xuebao, Ziran Kexueban (2007), 30(1), 

90-94 

CODEN: SDXKDT; ISSN: 0253-2395 
PUBLISHER: Shanxi Daxue Xuebao Bianjibu 

DOCUMENT TYPE: Journal 
LANGUAGE: Chinese 

AB The genetic structure and differentiation of 6 populations of 6 locust 
species (Locusta migratoria manilensis, Epacromius coerulipes, Oxya 
chinensis, Acrida cinerea, Oedaleus asiaticus and 0. infernalis) were 
analyzed using horizontal starch gel electrophoresis. Among 13 loci, 
G3pdh and Mdh-2 were monomorphic across all 6 populations (0.95 
criterion) , whereas more than one alleles were present at the rest loci in 
at least one population. Five loci (Gpi, Hk-1, Hk-2, Mdph and Pgm) were 
highly polymorphic in all six populations (0.95 criterion), each with at 
least two alleles. The genotype frequency at most loci significantly 
deviated from the Hardy-Weinberg equilibrium except for Gpi and Mdh-1 in most 
samples (P<0.05). The data of A, P, Ho and He of six species suggested 
that lowest genetic polymorphism was observed in Acrida chinensis population 
(A = 2.1, P = 42.6%, Ho = 0.165, and He = 0.191), followed by 0. asiaticus 
and 0. infernalis. L. migratoria manilensis, E. coerulipes and 0. 
chinensis possessed higher genetic polymorphism at 13 allozyme loci. The 
results of cluster anal, by using unweighted pair-group method with 
arithmetic averaging (UPGMA) based on Roger's genetic distance were 
consistent with the results obtained from karyotypic anal. It was 
suggested that the allozyme anal, was a useful mol. marker for 
phylogenetic reconstruction. 

IT 480737-78-8 

RL: BSU (Biological study, unclassified); BIOL (Biological study) 
(genetic differentiation of six populations of six species of 

Acridoidea) 
RN 480737-78-8 CAPLUS 

CN Malate dehydrogenase 2 (human clone MGC:3559 IMAGE : 2823443 ) (9CI) (CA 
INDEX NAME) 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

L4 ANSWER 4 OF 22 CAPLUS COPYRIGHT 2009 ACS on STN 
ACCESSION NUMBER: 2006:979808 CAPLUS 

DOCUMENT NUMBER: 145:350610 

TITLE: Protein sequences of mitochondria targeting protein 

and nonviral vectors for delivering polynucleotides 
INVENTOR (S): Khan, Shaharyar 

PATENT ASSIGNEE (S) : Gencia Corporation, USA 

SOURCE: U.S. Pat. Appl . Publ . , 42pp., Cont . -in-part of U.S. 

Ser. No. 972,963. 



DOCUMENT TYPE: 
LANGUAGE : 

FAMILY ACC. NUM. COUNT: 
PATENT INFORMATION: 



CODEN: USXXCO 

Patent 

English 



PATENT NO. 



APPLICATION NO. 



DATE 



US 20060211647 
US 20050147993 
PRIORITY APPLN. INFO.: 



20060921 
20050707 



US 2006-389432 
US 2004-972963 
US 2003-513983P 
US 2004-568436P 
US 2004-972963 



20060324 
20041025 
P 20031024 
P 20040505 
A2 20041025 



Methods and compns. for delivering polynucleotides are provided. One 
embodiment provides a non-viral vector comprising a recombinant 
polynucleotide-binding protein TFAM comprising a protein transduction 
domain operably linked to a mitochondria targeting signal is used for 
mitochondria transf ection . A TFAM polypeptide comprising HMG box domain 
and optionally at least one protein transduction domain. The protein 
transduction domain helps the polypeptide-polynucleotide complex cross 
membranes and enter the interior of a cell or an organelle. The targeting 
signal helps direct the complex to a site of interest and thereby deliver 
the polynucleotide. Methods for modifying the genome of non-nuclear 
organelles are also provided. 
910078-84-1 

RL: BSU (Biological study, unclassified); PRP (Properties); THU 

(Therapeutic use); BIOL (Biological study); USES (Uses) 

(amino acid sequence; protein sequences of mitochondria targeting 
protein and nonviral vectors for delivering polynucleotides) 

910078-84-1 CAPLUS 

Transcription factor mtTFA (mitochondrial transcription factor A) (human) 
(9CI) (CA INDEX NAME) 



STRUCTURE DIAGRAM IS NOT AVAILABLE ' 
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ACCESSION NUMBER: 
DOCUMENT NUMBER: 
TITLE: 

INVENTOR (S) : 



PATENT ASSIGNEE (S) : 
SOURCE: 

DOCUMENT TYPE: 
LANGUAGE : 

FAMILY ACC. NUM. COUNT: 
PATENT INFORMATION: 



2005:1075909 CAPLUS 
143:361217 

Cloning of human solid cancer antigens, and use for 
cancer diagnosis and therapy 

Shimada, Hideaki; Tomonaga, Takeshi; Hiwasa, Takaki; 
Matsushita, Kazuyuki; Ochiai, Takenori; Nomura, Fumio; 

Takiguchi, Masaki 

Medical Biological Laboratories Co., Ltd., Japan 

PCT Int. Appl., 262 pp. 

CODEN: PIXXD2 

Patent 

Japanese 



PATENT NO. 



APPLICATION NO. 



!005093063 




Al 




20051006 




WO 2005- 


JP6222 




20050324 


W: AE, 


AG, 


AL, 


AM, 


AT, 


AO, 


AZ, 


BA, 


BB, BG, 


BR, 


BW, 


BY, 


BZ, 


CA, 


CH, 


CN, 


CO, 


CR, 


CO, 


CZ, 


DE, 


DK, 


DM, 


DZ, EC, 


EE, 


EG, 


ES, 




GB, 


GD, 


GE, 


GH, 


GM, 


HR, 


HU, 


ID, 


IL, 


IN, 


IS, JP, 


KE, 


KG, 


KP, 


KR, 


KZ, 


LC, 


LK, 


LR, 


LS, 


LT, 


LU, 


LV, 


MA, 


MD, 


MG, MK, 


MN, 


MW, 


MX, 


MZ, 


NA, 


NI, 


NO, 


NZ, 


OM, 


PG, 


PH, 


PL, 


PT, 


RO, 


RU, SC, 


SD, 


SE, 


SG, 


SK, 


SL, 


SM, 


SY, 


TJ, 


TM, 


TN, 


TR, 


TT, 


TZ, 


UA, 


UG, US, 


UZ, 


VC, 


VN, 


YU, 


ZA, 


ZM, ZW 


RW: BW, 


GH, 


GM, 


KE, 


LS, 


MW, 


MZ, 


NA, 


SD, SL, 


SZ, 


TZ, 


UG, 


ZM, 


ZW, 


AM, 


AZ, 


BY, 


KG, 


KZ, 


MD, 


RU, 


TJ, 


TM, 


AT, BE, 


BG, 


CH, 


CY, 


CZ, 


DE, 


DK, 



EP 1739173 

R: DE, FR, GB 
US 20080219981 
PRIORITY APPLN. INFO.: 



EE, ES, FX, FR, GB, GR, HU, IE, IS, IT, LT, LU, MC, NL, PL, PT, 
RO, SE, SI, SK, TR, BF, BJ, OF, CG, CI, CM, GA, GN, GQ, GW, ML, 
MR, NE, SN, TD, TG 

Al 20070103 EP 2005-727480 



Al 



20080911 



US 2006-594771 
JP 2004-95732 
WO 2005-JP6222 

useful in diagnos 



20050324 

20060929 
20040329 
20050324 
ng solid tumors. 



AB This invention provides novel antigens 

encoding cDNAs, antibodies against these antigens and a method of 
diagnosing cancer using the same. Diagnostic kits comprising antibodies, 
probe or primer set for detecting those proteins or genes are also 
provided. Use of antibodies for cancer therapy is claimed. Twenty 
antigens not previously known to be tumor antigens were identified from 
colon cancer patients by two-dimensional electrophoresis and 19 antigens 
were identified from esophagus cancer patients by SEREX. 

IT 866166-39-4, malate dehydrogenase 2 (human) 

RL: BSU (Biological study, unclassified); PRP (Properties); BIOL 
(Biological study) 

(amino acid sequence; cloning of human solid cancer antigens, and use 
for cancer diagnosis and therapy) 

RN 866166-39-4 CAPLUS 

CN malate dehydrogenase 2 (human) (9CI) (CA INDEX NAME) 
*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

REFERENCE COUNT: 14 THERE ARE 14 CITED REFERENCES AVAILABLE FOR THIS 

RECORD. ALL CITATIONS AVAILABLE IN THE RE FORMAT 
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2005:547694 CAPLUS 
143:91999 

Delivery of transforming nucleic acids to organelles 

as complexes with nucleic acid-binding proteins 

Khan, Shaharyar 

Gencia Corporation, USA 

POT Int. Appl., 466 pp. 

CODEN: PIXXD2 

Patent 

English 



PATENT NO. KIND DATE 



WO 


2005056752 




A2 




20050623 


wo 


2005056752 




A3 




20050929 




W: AE, 


AG, 


AL, 


AM, 


AT, 


AO, AZ, 




CN, 


CO, 


CR, 


CU, 


CZ, 


DE, DK, 
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GM, 
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HU, 
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LT, 


LU, 


LV, MA, 
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TZ, UA, 
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KE, 
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BY, 
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MD, 


RU, TJ, 




EE, 


ES, 


FI, 


FR, 
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GR, HU, 
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SK, 


TR, 


BF, 


BJ, 


OF, CG, 




SN, 


TD, 


TG 








AO 


2004297533 




Al 




20050623 


CA 


2543257 






Al 




20050623 


EP 


1687017 






A2 




20060809 




R: AT, 


BE, 


CH, 


DE, 


DK, 


ES, FR, 




IE, 


SI, 


FI, 


RO, 


CY, 


TR, BG, 



APPLICATION NO. DATE 



WO 2004-US35137 20041025 
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, RO, SE, 
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GW, 
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AU 2004- 


-297533 




20041025 




CA 2004- 


-2543257 




20041025 




EP 2004- 


-817807 




20041025 


GB, 


GR, 


. IT, 


LI, 


LU, 


NL, 


SE, 


, MC, PT, 



CZ, EE, HU, PL, SK 



JP 2007508846 T 20070412 JP 2006-536845 20041025 

PRIORITY APPLN. INFO.: US 2003-513983P P 20031024 

US 2004-568436P P 20040505 

WO 2004-US35137 W 20041025 

AB Methods and compns. for delivering transforming nucleic acids to target 

organelles as complexes with nucleic acid-binding proteins are described. 
The nucleic acid binding proteins protect the nucleic acid from nucleases 
and may include protein transduction domains to promote cellular and 
organelle uptake of the nucleic acid. The method avoids the need to use 
viral vectors for the delivery of transforming of nucleic acids and can be 
used to modify organelle genomes in the gene therapy of diseases associated 
with mutations in organelle genomes. A protein containing the protein 
transduction domain of tat protein, and the mitochondrial localization 
signal of the TFAM mitochondrial transcription factor was manufactured by 
expression of the gene in Escherichia coli. Complexes of this protein 
with a green fluorescent protein reporter gene were rapidly imported into 
the mitochondria of SH-5Y5Y cells. When the mitochondrial targeting 
signal was replaced with the nuclear localization signal of large T 
antigen, the transforming DNA was transported to the nucleus. 
IT 855805-82-2 

RL: BSU (Biological study, unclassified); PRP (Properties); BIOL 

(Biological study) 

(amino acid sequence, mitochondrial targeting peptide of; delivery of 
transforming nucleic acids to organelles as complexes with nucleic 

acid-binding proteins) 

RN 855805-82-2 CAPLUS 

CN Dehydrogenase, malate (human clone WO2005/056752-SEQID-96 

mitochondria-associated gene MDH2 precursor fragment) (9CI) (CA INDEX 
NAME) 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

REFERENCE COUNT: 1 THERE ARE 1 CITED REFERENCES AVAILABLE FOR THIS 

RECORD. ALL CITATIONS AVAILABLE IN THE RE FORMAT 

L4 ANSWER 7 OF 22 CAPLUS COPYRIGHT 20 09 ACS on STN 
ACCESSION NUMBER: 2004:681680 CAPLUS 

DOCUMENT NUMBER: 141:200162 

TITLE: Mitochondrial malate dehydrogenase DNA fragmentation 

activator fragment and related conjugated proteins and 
antibodies for cancer therapy 
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AB The invention provides compns. comprising amino acid sequences that have 
cell killing activity, nucleic acid sequences encoding them, antibodies 
that specifically bind with them, and methods of using these compns. for 
increasing and/or reducing cell death, detecting cell death, diagnosing 
diseases associated with altered cell death, and methods for identifying test 
agents that alter cell death. More particularly, the invention provides 
an activator of DNA fragmentation (ADF), a C-terminal fragment of 
mitochondrial MDH (malate dehydrogenase) , which can induce DNA 
fragmentation by activating nuclease endogenous to normal nuclei. The 
invention also provides a conjugate comprising a cell death-inducing mol. 
(such as ADF) and a cell mol . -recognizing compound, and use of said 
conjugate in killing cancer cells. Specifically, the invention relates 
that conjugate can be composed of said ADF and/or other 
mitochondrial/non-mitochondrial cell death-inducing proteins (such as 
Htra/Omi, apoptosis inducing factor, Smac/DIABLO, EndoG, Nix, NipS, 
CIDE-B, gelsolin, Bcl-2, Bax, Bad, Bid, caspase-activated DNase, DNase I 
or DNase II), and that cell mol . -recognizing compds. can include 
antibodies or growth factors. In particular embodiments, recombinant ADF 
proteins, ADF-Ant (antennapedia) and rADF-bFGF, are shown to be cytotoxic 
to a variety to tumor cell types, and even drug-resistant cancer cell 
lines . 

IT 742220-09-3P 742220-13-9P 

RL: BPN (Biosynthetic preparation); BSU (Biological study, unclassified); 
DGN (Diagnostic use); PRP (Properties); THU (Therapeutic use); BIOL 
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(amino acid sequence; mitochondrial malate dehydrogenase DNA 
fragmentation activator fragment and related conjugated proteins and 
antibodies for cancer therapy) 
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ON Dehydrogenase, malate (human mitochondria gene MDH precursor) (9CI) (CA 
INDEX NAME) 
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OTHER SOURCE(S): MARPAT 141:212819 

AB At least one bioactive agent is locally delivered to a location where a 
stent is implanted within a lumen in a patient's body. The bioactive 
agent includes DNA minor groove binder (such as CC-1065 or Duocarmycin) ; 
apocynin; RGD peptide (such as RGDfV) ; stilbene compound (such as 
resveratrol) ; camptothecin ; des-aspartate angiotensin I; or ADF; or an 
analog or derivative thereof; or a combination or blend thereof with at least 
one other bioactive agent. The bioactive agent is generally locally 
delivered, such as by elution from the stent. The compds . and methods are 
of particular benefit for treating or preventing atherosclerosis, 
stenosis, restenosis, smooth muscle cell proliferation, occlusive disease, 
or other abnormal lumenal cellular proliferation condition. 
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AB The present invention is directed to the identification of markers that 

can be used to determine whether patients with cancer are clin. responsive or 
non-responsive to a therapeutic regimen prior to treatment. In 
particular, the present invention is directed to the use of certain 
combinations of markers, wherein the expression of the markers correlates 
with responsiveness or non-responsiveness to a therapeutic regimen 
comprising proteasome inhibition. Thus, by examining the expression levels 
of individual markers and those comprising a marker set, it is possible to 
determine whether a therapeutic agent, or combination of agents, will be most 
likely to reduce the growth rate of tumors in a clin. setting. 

IT 480737-78-8 

RL: ARG (Analytical reagent use); DGN (Diagnostic use); PRP (Properties); 
ANSI (Analytical study); BIOL (Biological study); USES (Uses) 

(amino acid sequence; methods for identification, assessment, and 
treatment of patients with proteasome inhibition therapy) 
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AB The statistical anal, described and claimed is a predictive statistical 
tree model that overcomes several problems observed in prior statistical 
models and regression analyses, while ensuring greater accuracy and 

predictive capabilities. Although the claimed use of the predictive 
statistical tree model described herein is directed to the prediction of a 
disease in individuals, the claimed model can be used for a variety of 
applications including the prediction of disease states, susceptibility of 
disease states or any other biol. state of interest, as well as other 
applicable non-biol. states of interest. This model first screens genes 
to reduce noise, applies kmeans correlation-based clustering targeting a 
large number of clusters, and then uses singular value decompns. (SVD) to 
extract the single dominant factor (principal component) from each cluster. 
This generates a statistically significant number of cluster-derived singular 
factors, that are referred to as metagenes, that characterize multiple 



patterns of expression of the genes across samples. The strategy aims to 
extract multiple such patterns while reducing dimension and smoothing out 
gene-specific noise through the aggregation within clusters. Formal 
predictive anal, then uses these metagenes in a Bayesian classification 
tree anal. This generates multiple recursive partitions of the sample 
into subgroups (the 'leaves' of the classification tree), and assocs. 
Bayesian predictive probabilities of outcomes with each subgroup. Overall 
predictions for an individual sample are then generated by averaging 
predictions, with appropriate wts., across many such tree models. The 
model includes the use of iterative out-of-sample, cross-validation 
predictions leaving each sample out of the data set one at a time, 
refitting the model from the remaining samples and using it to predict the 
hold-out case. This rigorously tests the predictive value of a model and 
mirrors the real-world prognostic context where prediction of new cases as 
they arise is the major goal. 
IT 480924-12-7 

RL: BSU (Biological study, unclassified); PRP (Properties); BIOL 
(Biological study) 

(amino acid sequence; binary prediction tree modeling with many 
predictors and its uses in clin. and genomic applications) 
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AB The present invention provides a large number of specific cDNA sequences 

which are upregulated in certain tumor tissues as compared to their normal 
tissue counterparts and therefore useful for the diagnosis and treatment 
of tumor in mammals. An expressed sequence tag (EST) DNA database was 
searched and interesting EST sequences identified by GEPIS (gene 
expression profiling in silico) , a bioinf ormatics tool that characterizes 
genes of interest for new cancer therapeutic targets. Using this type of 
screening bioinf ormatics, various tumor-associated antigenic target (TAT) 
proteins (and their encoding nucleic acid mols) . were identified as being 
significantly overexpressed in particular type of cancer or certain 
cancers as compared to other cancers and/or normal non-cancerous tissues. 
[This abstract record is one of two records for this document necessitated 
by the large number of index entries required to fully index the document and 
publication system constraints.]. 
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encoded proteins and their uses for the diagnosis and treatment of 
tumor) 
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INVENTOR(S): Schlegel, Robert; Endege, Wilson 0. 

PATENT ASSIGNEE (S) : Millennium Pharmaceuticals, Inc., USA 

SOURCE: U.S. Pat. Appl . Publ . , 131 pp. 

CODEN: USXXCO 

DOCUMENT TYPE: Patent 

LANGUAGE: English 

FAMILY ACC. NUM. COUNT: 5 
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PATENT NO. KIND DATE APPLICATION NO. DATE 
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AB The invention relates to compns., kits, and methods for diagnosing, 

staging, prognosing, monitoring and treating human prostate cancers. A 



variety of marker genes are provided, wherein changes in the levels of 
expression of one or more of the marker genes is correlated with the 
presence of prostate cancer. In particular, three sets of the marker 

genes, corresponding to 11617 GenBank Accession Nos. (only 2168 new 
submissions) and 15 SEQ IDs, are identified by transcription profiling 
using RNA derived from clin. samples, that v/ere expressed at least 2-fold 
or greater than the normal controls. Using TNM staging approach, these 
markers are divided to three groups, ones can be used to determine whether 
prostate cancer has metastasized, or is likely to metastasize, to the 
liver (M stage) ; ones can be used to determine whether prostate cancer has 
metastasized, or is likely to metastasize, to the bone (M stage) ; and ones 
can be used to determine whether prostate cancer has metastasized, or is likely 
to metastasize, to the lymph nodes (N stage and/or M stage) . The 
invention also relates to a kit for assessing the specific type of 
metastatic prostate cancer, e.g., cancer that has metastasized to the 
liver, bone or lymph nodes. [This abstract record is one of three records 
for this document necessitated by the large number of index entries required 
to fully index the document and publication system constraints.]. 
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The National Institutes of Health's Mammalian Gene Collection (MGC) 
project was designed to generate and sequence a publicly accessible cDNA 
resource containing a complete open reading frame (ORF) for every human and 
mouse gene. The project initially used a random strategy to select clones 
from a large number of cDNA libraries from diverse tissues. Candidate clones 
were chosen based on 5 '-EST sequences, and then fully sequenced to high 
accuracy and analyzed by algorithms developed for this project. 
Currently, more than 11,000 human and 10,000 mouse genes are represented 
in MGC by at least one clone with a full ORF. The random selection 
approach is now reaching a saturation point, and a transition to protocols 
targeted at the missing transcripts is now required to complete the mouse 
and human collections. Comparison of the sequence of the MGC clones to 
reference genome sequences reveals that most cDNA clones are of very high 
sequence quality, although it is likely that some cDNAs may carry missense 
variants as a consequence of exptl. artifact, such as PGR, cloning, or 
reverse transcriptase errors. Recently, a rat cDNA component was added to 



the project, and ongoing frog (Xenopus) and zebrafish (Danio) cDNA 
projects were expanded to take advantage of the high-throughput MGC 
pipeline. The sequence data for the full-length clones from this study 
have been submitted to GenBank/EMBL/DDBJ under accession nos. 
BC000001-BC077073 . [This abstr record is one of 39 records for this 
document necessitated by the large number of index entries required to fully 
index the document and publication system constraints.]. 
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AB Genes whose expression is correlated with an determinant of an 



atherosclerotic phenotype are provided. Also provided are methods of 
using the subject atherosclerotic determinant genes in diagnosis and 
treatment methods, as well as drug screening methods. In addition, reagents 
and kits thereof that find use in practicing the subject methods are 
provided. Also provided are methods of determining whether a gene is 
correlated 

with a disease phenotype, where correlation is determined using a Bayesian 
anal . 
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AB Mitochondrial targets for drug screening assays and for therapeutic 
intervention in the treatment of diseases associated with altered 
mitochondrial function are provided. Complete amino acid sequences are 
provided for 3025 polypeptides that comprise the human heart mitochondrial 
proteome, using fractionated proteins derived from highly purified 
mitochondrial prepns., to identify previously unrecognized mitochondrial 
mol. components. Oxidative post-translational modification of tryptophan 
residues to N-f ormylkynurenine in cardiac mitochondrial proteins is also 



demonstrated by mass spectrometry. 
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IE, SI, LT, LV, FI, RO, MK, CY, AL, TR, BG, CZ, EE, SK 
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MX 2004PA03382 A 20041122 MX 2004-PA3382 20040412 

PRIORITY APPLN. INFO.: US 2001-335048P P 20011031 

US 2001-335183P P 20011102 

WO 2002-US34888 W 20021031 

AB The present invention provides mol. targets that regulate erythropoiesis . 
Groups of genes or their encoded gene products comprise panels of the 
invention and may be used in therapeutic intervention, therapeutic agent 
screening, and in diagnostic methods for diseases and/or disorders of 
erythropoiesis. The panels were discovered using gene expression 
profiling of erythroid progenitors with Affymetrix HU6800 and HG-U95Av2 
chips. Cells from an in vitro growth and differentiation system of 
SCF-Epo dependent human erythroid progenitors, E-cadherin+/CD36+ 
progenitors, cord blood, or CD34+ peripheral blood stem cells were 
analyzed. The HU6800 chip contains probes from 13,000 genes with a 
potential role in cell growth, proliferation, and differentiation and the 
HG-U95Av2 chip contains 12,000 full-length, functionally-characterized 
genes. This abstract record is one of two records for this document 
necessitated by the large number of index entries required to fully index the 
document and publication system constraints. 

IT 480924-12-7 

RL: BSU (Biological study, unclassified); PRP (Properties); BIOL 
(Biological study) 

(amino acid sequence; genes that are differentially expressed during 
erythropoiesis and their diagnostic and therapeutic uses) 
RN 480924-12-7 CAPLUS 

CN Malate dehydrogenase precursor (human gene MDH) (9CI) (CA INDEX NAME) 
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AB The present invention relates to human and rat nucleic acid sequences 

which are related to pain and which are differentially expressed during 
pain. The nucleic acids are differentially expressed by at least 
±1. 4-fold in any or all of the following conditions using the 
Affymetrix human 095, murine 074 and rat U34 GeneChip arrays: axotomy, 
spared nerve injury, chronic construction, spinal segmental nerve lesion, 
and inflammatory pain models. The invention further relates to methods of 
identifying nucleic acid sequences which are differentially expressed 
during pain, microarrays comprising such differentially expressed 
sequences, and methods of screening agents for the ability to regulate the 
expression of such differentially expressed sequences. [This abstract 
record is one of seven records for this document necessitated by the large 
number of index entries required to fully index the document and publication 
system constraints.]. 

IT 538439-03-1 

RL: ADV (Adverse effect, including toxicity); BSO (Biological study, 
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encoded proteins associated with pain and their use in screening for 
regulatory agents) 
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AB Two hundred thirty-five peptides representative of proteins expressed by a 
given human cell type and isolated nucleic acids that encode the 
polypeptides are disclosed. Thus, peptides are identified by 

immunoaf f inity purification of class I and class I HLA mols., followed by acid 
extraction and solid phase extraction of the EPT (expressed protein tag) 
repertoire, 

reversed phase HPLC separation and mass spectrometry anal. Enzymic or chemical 
digestion strategies to reduce proteins of a complex mixture yields peptides 
designated global peptide tags (GPT) , which are then separated and 
fractionated by multiple modes of chromatog. and ultimately sequenced by 
liquid chromatog. online with tandem mass spectrometry. Each peptide is 
classified according to cell line and HLA type, source protein ref erence ( s ) , 
and a function key corresponding to biol. classification ( s ) such as 
kinases, phosphatases, proteases and protease inhibitors, transporters, 
cytoskeletal proteins, receptors, and transcription factors. The compns. 
and method described can be used to define a cell type at a given 
developmental, metabolic, or disease stage by identifying and cataloging 
proteins expressed in the cell. The compns. can also be used in the 
manufacture of therapeutics as well as in diagnostics and drug screening. 

IT 465570-35-8 465570-36-9 465570-37-0 
465570-39-2 
RL: FRF (Properties) 

(unclaimed protein sequence; translational profiling of human cell 
types by expressed peptide tags and global peptide tags) 

RN 465570-35-8 CAPLUS 

CN 239: PN: WO02078524 SEQID: 474 unclaimed protein (9CI) (CA INDEX NAME) 
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Proceedings of the National Academy of Sciences of the 
United States of America (2002), 99(26), 16899-16903 
CODEN: PNASA6; ISSN: 0027-8424 
National Academy of Sciences 

Journal 
English 

The National Institutes of Health Mammalian Gene Collection (MGC) Program 
is a multiinstitutional effort to identify and sequence a cDNA clone 
containing a complete ORF for each human and mouse gene. ESTs were generated 
from libraries enriched for full-length cDNAs and analyzed to identify 
candidate full-ORF clones, which then were sequenced to high accuracy. 
The MGC has currently sequenced and verified the full ORF for a 
nonredundant set of >9000 human and >6000 mouse genes. Candidate full-ORF 
clones for an addnl. 7800 human and 3500 mouse genes also have been 
identified. All MGC sequences and clones are available without 
restriction through public databases and clone distribution networks. 
[This abstract record is one of eleven records for this document 
necessitated by the large number of index entries required to fully index the 
document and publication system constraints.]. 
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RL: BSU (Biological study, unclassified); PRP (Properties); BIOL 
(Biological study) 

(amino acid sequence; generation and initial anal, of more than 15,000 
full-length human and mouse cDNA sequences) 
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CN Malate dehydrogenase 2 (human clone MGC:3559 IMAGE : 2823443 ) (9CI) (CA 
INDEX NAME) 
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AB The present invention provides novel nucleic acids, novel polypeptide 

sequences encoded by these nucleic acids and uses thereof. The present 
invention provides a collection or library of 188 nucleic acid contig 
sequences assembled from expressed sequence tag or cDNA libraries isolated 
mainly by sequencing by hybridization (SBH), standard PGR, Sanger sequencing 
techniques, and in some cases, sequences obtained form one or more public 
databases. Tissue sources and nearest neighbor homologies are provided. 
The invention also relates to the proteins encoded by such 

polynucleotides, along with therapeutic, diagnostic and research utilities 
for these polynucleotides and proteins. 
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AB This invention relates to 842 newly identified cancer-related cDNAs and 
the polypeptides encoded by these polynucleotides herein collectively 
known as "cancer antigens", and to the complete gene sequences associated 
therewith and to the expression products thereof, as well as the use of 
such cancer antigens for detection, prevention and treatment of disorders 
of tissue-specific disorders, particularly the presence of cancer. This 
invention relates to the cancer antigens as well as vectors, host cells, 
antibodies directed to cancer antigens, and recombinant and synthetic 
methods for producing the same. Also provided are diagnostic methods for 
diagnosing and treating, preventing and/or prognosing tissue-specific 
disorders, including cancer, and therapeutic methods for treating such 
disorders. The invention further relates to screening methods for 
identifying agonists and antagonists of cancer antigens of the invention. 
The present invention further relates to methods and/or compns. for 
inhibiting the production and/or function of the polypeptides of the present 
invention . 

IT 292879-76-6 

RL: ANT (Analyte); HOC (Biological occurrence); BSU (Biological study, 
unclassified); PRP (Properties); THU (Therapeutic use); ANSI (Analytical 
study); BIOL (Biological study); OCCU (Occurrence); USES (Uses) 

(amino acid sequence; human cancer-associated gene sequences and 
polypeptides) 
RN 292879-76-6 CAPLUS 

CN Tumor-associated protein (human clone HFPBR03 ) (9CI) (CA INDEX NAME) 



*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 
REFERENCE COUNT: 7 THERE ARE 7 

RECORD. ALL 



CITED REFERENCES AVAILABLE FOR THIS 
CITATIONS AVAILABLE IN THE RE FORMAT 



=> logoff h 

COST IN U.S. DOLLARS 

FULL ESTIMATED COST 



SINCE FILE TOTAL 
ENTRY SESSION 
80.36 119.12 



DISCOUNT AMOUNTS (FOR QUALIFYING ACCOUNTS) SINCE FILE TOTAL 

ENTRY SESSION 

CA SUBSCRIBER PRICE -18.04 -18.04 



SESSION WILL BE HELD FOR 120 MINUTES 
STN INTERNATIONAL SESSION SUSPENDED AT 19:11:37 ON 21 JAN 2009 



